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Superinfection of Wolbachia in Ostrinia furnacalis|| Guenée[ ] populations in 
Beijing 

SONG Yue[] WANG Zhe[] LIU Hong-Yue[] SHEN Zuo-Rui[] Department of Entomology[] College of Agronomy 
and Biotechnology[] China Agricultural University[] Beijing 100094[] China[] 

Abstract[ ] Wolbachia is a common and widespread group of bacteria found in reproductive tissues of many 
arthropods. Asian corn borei[] Ostrinia furnacali4] Guenée[T] is а common lepidopteran pest in China. In this 
study[] two kinds of Wolbachia were detected in a natural population of О. furnacalid] Guenéel] from Beijing 
based on the PCR and cloning of wsp gene. The wsp genes we sequenced were named as wFurA[] GenBank 
accession по. EU294311[] and wFurB|] GenBank accession по. EU294312[T] respectively. Phylogenetic tree 
analysis indicated that wFurA and wFurB belong to group A and group B of Wolbahcia[] respectively. This is 
the first report of superinfection with distinct lineages of Wolbachia in wild O. furnacalis[] Guenée[] 
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populations in China. 
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Table1 The information of wsp gene for constructing the phylogenic tree of Wolbachia strains 
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Fig. 1 Phylogenic tree of Wolbachia strains in Ostrinia furnacalis based on wsp gene 
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